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Emilia Pedone,1 Danila Limauro,2 and Simonetta Bartolucci2

We, the authors of the above-mentioned article,
write this in response to a charge of plagiarism brought

forth against our article (75). We accept that, without having
cited the source, specific sentences and paragraphs of the re-
view introduction, were reproduced unchanged (Table 1a) or
were left similar (Table 1b) to content from previous pub-
lished articles, including Gruber CW, Cemazar M, Heras B,
Martin JL, and Craik DJ. Trends Biochem Sci 31: 455–464, 2006
(28), and our own previous publication D’Ambrosio K, Ped-
one E, Langella E, De Simone G, Rossi M, Pedone C, and
Bartolucci S. J Mol Biol 362: 743–752, 2006 (16). However, we
would like to defend that this represents a small portion of the
overall text and that the reproduction represents supporting
text and does not compromise the originality of our review
article. In Table 2, we itemize the main points that support the
originality of our review article. This is the first review that
reports a detailed overview of the oxidative folding from
thermophiles, focusing on the particular proteins protagonists
of this event in these microorganisms. These proteins play a
leading role in the adaptation to drastic life conditions, and

surely our group has had a key role in the discovery and
structural and functional characterization of this class of
proteins. Our review focuses on a completely different main
topic compared with other articles, and in addition, the re-
view structure and organization are innovative. Our labora-
tory has extensive track record (3–5, 14–18, 29–32, 49, 51–54,
65–75, 79, 81, 82) in the discovery and structural–functional
characterization of protein disulfide oxidoreductases from
thermophilic microorganisms, which is documented by a
15-year long list of publications. In this review we reported
our knowledge in the said field.

In recognition of the fact that we indeed reproduced con-
tent without having cited the source, as reported above in
Table 1a and 1b, we extend our apologies to the respective
authors and journals as cited in Tables 1a and 1b. We also take
this opportunity to provide appropriate credit to the source
material we used in our article. We regret that we did not cite
the authors and the necessary references for the text we used
in our article. We are thankful for this opportunity to report
and mend our honest error.
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